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ABSTRACT

Anthocyanin pigments are useful in human, and play many roles in plants. The anthocyanin
biosynthetic pathway, originated flavonoid pathway, synthesize anthocyanin pigments. Many of
genes that encode enzymes involved in anthocyanin biosynthesis. Regulatory genes regulate
structural genes that encode enzymes, have been identified though studies of flowers and fruits
in many plants. But there are not in onion. In this paper, we describe genes involved in
anthocyanin biosynthesis in onion, and we discuss the future prospects in relation to new
technologies.
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Fig. 1. 201549 HAFAF wjEH(Korean Seed
Association, 2015)

2. Anthocyanin structural genes encoding
enzyme in onion
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Fig. 2. Schematic anthocyanin biosynthesis pathway in onions(Kim et al., 2005).
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Table 1. Regulatory Genes of Anthocyanin Biosynthesis(Holton and Cornish, 1995).

Species Locus Genes Regulated
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